Poly [[[l-3,3 Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.055; wR factor = 0.161; data-to-parameter ratio = 14.3. 
The asymmetric unit of the title compound, { [Zn(C 16 H 16 O 4 Si)-(C 12 H 10 N 4 )]ÁH 2 O} n , consists of one Zn II ion, two half 3,3 0 -(dimethylsilanediyl)dibenzoate ligands and two half 1,1 0 -(1,4-phenylene)di-1H-imidazole ligands. The Zn II ion is fourcoordinated by two O atoms from two carboxlate ligands, two N atoms from two imidazole ligands. Two Zn II ions are bridged by two carboxylate groups in chelating mode, generating a binuclear secondary building unit (SBU), which is further coordinated by two N atoms from two imidazole ligands in monodentate mode. Thus, the binuclear SBUs are further bridged by imidazole ligands in two different directions, giving rise to a chain. The water solvent molecules are hydrogen bonded within the chain along the c axis.
Related literature
For a similar presentation where the binuclear SBUs are further bridged by phenylenedicarboxylate ligands in different directions to give a three-dimensional porous framework containing three-dimensional channels, see: He et al. (2010) .
Experimental
Crystal data [Zn(C 16 Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The asymmetric unit of the title compound.
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Figure 2
The one-dimensional chain of the title compound viewed by a axis.
Figure 3
The one-dimensional chain of the title compound viewed by b axis. 
Figure 4
The packed structure of the title compound viewed by b axis.
Crystal data [Zn(C 16 
Data collection
Bruker APEXII CCD area-detector diffractometer Radiation source: fine-focus sealed tube Graphite monochromator phi and ω scans Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.861, T max = 0.950 15353 measured reflections 5881 independent reflections 3694 reflections with I > 2σ(I) R int = 0.054 θ max = 27.5°, θ min = 1.7°h Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

